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VI-1 Introduction

The number of HIV-2 and SIV sequences is growing much
more slowly than for HIV-1, particularly for complete or near-
complete genomes. In selecting the set of sequences to present
here, we eliminated some sequences derived from the same
sample, patient, or isolate. We further omitted a few that were
very closely related.

In addition to the proteins from the full genome alignment,
we have included additional gene-length fragments available for
each protein. There are many additional gene-length sequences
included for Env, Vif, and Nef, and a few for the other genes.
The differing numbers of sequences in each protein alignment
represent the differing availability of gene-length HIV-2 se-
quences.

In these alignments, as in the database, we label sequences
according to their native host. Thus, transfers of SIVsmm into
humans have produced HIV-2 groups A through G. Uninten-
tional transfers of SIVsmm into captive macaques are named ac-
cording to the receptive host (Rhesus macaques = mac, Stump-
tailed macaques = stm, and Pig-tailed macaques = mne). How-
ever, intentional, experimental cross-species transfers of virus
remain labeled as being from the original host (e.g., HIV-1 in-
jected into a chimpanzee is labeled HIV-1, not SIVcpz; and
SIVsmm injected into a Rhesus macaque is labeled SIVsmm,
not SIVmac).
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HIV-2/SIV Proteins Annotated features

VI-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

Feature Protein Location Page
Gag pl5 start Gag 1
pl5end Gag 135
p27 start Gag 136
p27 end Gag 364
p2 start Gag 365
p2 end Gag 381
p8 start Gag 382
p8 end Gag 433
pl start Gag 434
pl end Gag 447
po start Gag 448
PTAP motif Gag 458-461
PSAP in HIV-2B, U Gag 476-479
p6 end Gag 511
Gag end Gag 511
Pol p15 start Pol 1
pl5end Pol 67
protease start Pol 68
protease end Pol 166
p51 RT start Pol 167
D catalytic site Pol 276
DD catalytic site Pol 351
p51 RT end Pol 605
p15 RNase H start Pol 606
p15 RNase H end Pol 725
p31 Integrase start Pol 726
p31 Integrase end Pol 1020
Pol end Pol 1020
Vif start Vif 1
Vif end Vif 215
Vpx start Vpx 1
Vpx end Vpx 113
Vpr start Vpr 1
Vpr end Vpr 102
Tat start Tat 1
exon 1 end Tat 99

% exon 2 start Tat 100

r Tat end Tat 131

o Rev start Rev 1

% exon 1 end Rev 24

> exon 2 start Rev 25
Rev end Rev 108
Env start Env 1
signal peptide end Env 22
gp120 start Env 23
Vi Env 113-167
V2 Env 169-211
V3 Env 311-344
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Sequences HIV-2/SIV Proteins

Feature Protein Location Page
V3 tip Env 328-334 396
V4 Env 402-432
V5 Env 472-477 397
gp120 end Env 525
gp41 start Env 526
Env end Env 880 399
gp41 end Env 830
Nef start Nef 1 400
R17Y mutation Nef 17
max HIV-1 similarity Nef 153-182
premature stop in Mac239  Nef 93 0)
normal Nef end Nef 264
VI-3 Sequences
Sequences included in the HIV-2/SIV protein alignments.
Name Accession  Proteins Author Reference
MAC.US.x.239 M33262 All Kestler, H. Science 248(4959):1109-1112
(1990)
A.CL.88.UC2 U38293 All Barnett, S.W. Virology 222(1); 257-61 (1996)
A.DE.x.BEN M30502 All Kirchhoft, F. Virology 177(1):305-311 (1990)
A.DE.x.PEI2_KR_KRCG U22047 All Kraus, G. ARHR 14(1); 65-77 (1998)
A.FR.00.LA38 KY025539 Al Yamaguchi, J. ARHR 2016 Nov 2
A.FR.01.LA42 KY025543  All Yamaguchi, J. ARHR 2016 Nov 2
A.FR.02.LA36GomM KU168287  All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
A.FR.93.LA37 KY025538 All Yamaguchi, J. ARHR 2016 Nov 2
A.FR.96.LA40 KY025541 Al Yamaguchi, J. ARHR 2016 Nov 2
A.FR.98.LA39 KY025540, All Yamaguchi, J. ARHR 2016 Nov 2
A.FR.98.LA41 KY025542 Al Yamaguchi, J. ARHR 2016 Nov 2
A.GH.x.GH1 M30895 All Hasegawa, A. ARHR 5(6):593-604 (1989)
A.GM.87.D194 104542 All Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
A.GM.x.ISY_SBL_6669_85 104498 All Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
A.GM.x.MCN13 AY509259, All Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GW.86.FG_clone_NIHZ J03654 Gag, Pol, Zagury, J.F. Proc Natl Acad Sci USA
Vif, Vpx, 85(16):5941-5945 (1988) @
Vpr, Tat, Q
Rev, Env 09_
A.GW.87.CAM2CG DO00835 All Tristem, M. J Gen Virol T2(PT 3):721-724 N
(1991) 2
A.GW.x.MDS 748731 All Becker, M. Unpublished T
A.IN.O7.NNVA EU980602  All Gurjar, S.R. JAIDS 52(3); 329-35 (2009)
A.IN.95.CRIK_147 DQ307022| Gag, Pol, Santhosh, C.V. ARHR 24(10); 1315-7 (2008)
Vif, Vpx,
Vpr, Tat,
Rev, Env
A.IN.x.NIM_8 DQ973520, Gag Gurjar, R.S. ARHR 25(3); 363-72 (2009)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U38293
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U22047
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025539
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025543
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168287
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025538
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025541
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025540
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025542
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ973520
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HIV-2/SIV Proteins

Sequences

Name Accession  Proteins Author Reference
A.JP.O8.NMC786_clone_41 AB731742 All Umeki-Sakamoto, Unpublished
Y.
A.NL.O1.RH2.13 MF595856  All Lungu, C. Unpublished
A.NL.O1.RH2.14 MF595858  All Lungu, C. Unpublished
A.NL.O1.RH2.3 MF595854  All Lungu, C. Unpublished
A.NL.O1.RH2.7 MF595862  All Lungu, C. Unpublished
A.NL.02.RH2.5 MF595860  All Lungu, C. Unpublished
A.NL.03.RH2.21 MFE595864  All Lungu, C. Unpublished
A.NL.03.RH2.24 MF595866  All Lungu, C. Unpublished
A.PT.x.ALI AF082339  All Reeves, J.D. J Virol 73(9); 7795-804 (1999)
A.SN.85.ROD M15390 All Clavel, F. Nature 324(6098):691-695 (1986)
A.SN.86.ST_JSP4_27 M31113 All Kumar, P. J Virol 64(2):890-901 (1990)
B.CI.88.UC1 L07625 All Barnett, S.W. J Virol 67(2):1006-1014 (1993)
B.CIL.x.20_56 AB485670  All Takekawa, N. Unpublished
B.CI.x.EHO U27200 All Rey-Cuille, M.A. Virology 202(1):471-476 (1994)
B.FR.00.LA44 KY025545 Al Yamaguchi, J. ARHR 2016 Nov 2
B.FR.98.LA43 KY025544  All Yamaguchi, J. ARHR 2016 Nov 2
B.GH.86.D205_ALT X61240 All Dietrich, U. Nature 342(6252):948-950 (1989)
B.JP.01.IMCJ_KRO020_1 AB100245  All Kusagawa, S. ARHR 19(11):1045-1049 (2003)
F.US.08.NWKO8 KP890355  All Bond, N.G. Unpublished
G.CIL.92.Abt96 AF208027  All Brennan, C.A. ARHR 13(5):401-404 (1997)
AB.CM.03.03CM_510_03 EU028345 All Yamaguchi, J. ARHR 24(1):86-91 (2008)
H2_01_AB.CI1.90.7312A L.36874 All Gao, F. Unpublished
H2_01_AB.JP.04.NMC307_20 AB731738 All Umeki-Sakamoto, Unpublished
Y.
H2_01_AB.JP.07.NMC716_01 AB731740 All Umeki-Sakamoto, Unpublished
Y.
H2_01_AB.JP.08. NMC842_10 AB731744  All Umeki-Sakamoto, Unpublished
Y.
U.CI1.07.07IC_TNP3 KC693505  All Ayouba, A. AIDS 27(15):2488-2491 (2013)
U.FR.96.12034 AY530889 All Damond, F. ARHR 20(6):666-672 (2004)
MAC.US.x.251_1A11 M76764 All Marthas, M.L. J Med Primatol 18(3-4):311-9
(1989)
MAC.US.x.251_32H_PJ5 D01065 All Rud, E.-W. (in) Brown,F, Chanock,RM and
Ginsberg, HS(Eds); VACCINES 92:
MODERN APPROACHES TO
NEW VACCINES INCLUDING
PREVENTION OF AIDS:
229-235; Cold Spring Harbor
Laboratory Press, New York (1992)
MAC.US x.251_BK28 M19499 All Hirsch, V. Cell 49(3):307-319 (1987)
MAC.US.x.MM142_IVMXX Y00277 All Chakrabarti, L. Nature 328(6130):543-547 (1987)
MNE.US.82.MNE_8 M32741 Gag, Pol, Kimata, J.T. J Virol 72(1):245-256 (1998)
Vif, Vpx,
Vpr, Tat,
Rev, Nef
MNE.US.x. MNE027 U79412 Gag, Pol, Kimata, J.T. J Virol 72(1):245-256 (1998)
Vpx, Vpr,
Tat, Rev, Env
SMM.CI.79.SIVsmCI2 JX860430  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.LR.89.SIVsmLIB1 JX860431 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.SIVsmSL92A JX860432  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.SL92B AF334679  All Chen, Z. J Virol 70(6):3617-3627 (1996)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731742
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF595856
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF595858
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF595854
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF595862
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF595860
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF595864
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF595866
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31113
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485670
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025545
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025544
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP890355
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731738
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731740
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731744
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC693505
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D01065
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00277
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M32741
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860430
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860431
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860432
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679

Sequences HIV-2/SIV Proteins

Name Accession  Proteins Author Reference
SMM.US.04.G078 JX860415 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G932 JX860416  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M923 JX860419  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M940 JX860423 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M947 JX860425 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M950 JX860427 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.05.D215 JX860413 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.06.FTq IX860414  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.11.SIVsmE660_FL10 JQ864084 Gag, Pol, Wu, F. J Virol 86(16); 8835-47 (2012)

Vif, Vpx,

Vpr, Tat,

Rev, Nef
SMM.US.86.CFU212 JX860407 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.x.F236_H4 X14307 All Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 M80194 Gag, Pol, Courgnaud, V. J Virol 66(1):414-419 (1992)

Vif, Vpx,

Vpr, Tat,

Rev, Nef
SMM.US.x.PBJ_6P6 1L.09212 All Novembre, EJ. J Virol 67(5):2466-2474 (1993)
SMM.US.x.PGM53 AF077017  All Novembre, F.J. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SME543 U72748 All Hirsch, V. J Virol 71(2):1608-1620 (1997)
STM.US.89.STM_37_16 M83293 All Novembre, F.J. Virology 186(2):783-787 (1992)
A.FR.02.001006_CNA_vif KP226314,  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.08.012100_CNA_vif KP226327  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.08.013050_CNA_vif KP226332  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.08.045009_CNA_vif KP226354  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.08.052004_CNA_vif KP226358  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.10.008010_CNA_vif KP226318  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.10.009041_CNA_vif KP226323  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.10.012101_CNA_vif KP226328  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.10.036019_CNA_vif KP226351  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.11.018042_CNA_vif KP226341  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.11.031014_CNA_vif KP226348  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.11.038004_CNA_vif KP226352  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.11.048012_CNA_vif KP226356  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.PT.93.JAU1 1.28935 Vif Ribeiro, A.C. ARHR 14(5):465-469 (1998)
B.FR.00.045004_CNB_vif KP226389  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.04.009011_CNB_vif KP226367  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.07.031016_CNB_vif KP226385  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.10.013048_CNB_vif KP226378  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.10.016002_CNB_vif KP226380  Vif Bertine, M. AIDS 29(7); 779-84 (2015) »n
B.FR.10.026008_CNB_vif KP226384  Vif Bertine, M. AIDS 29(7); 779-84 (2015) '%
B.FR.10.519012_CNB_vif KP226394  Vif Bertine, M. AIDS 29(7); 779-84 (2015) j
B.FR.11.009042_CNB_vif KP226370  Vif Bertine, M. AIDS 29(7); 779-84 (2015) z
B.FR.11.013039_CNB_vif KP226376  Vif Bertine, M. AIDS 29(7); 779-84 (2015) >
B.FR.11.013040_CNB_vif KP226377  Vif Bertine, M. AIDS 29(7); 779-84 (2015) T
B.FR.11.018038_CNB_vif KP226382  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.SN.x.A2057 U81849 Vpx Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.SN.x.A640 U81845 Vpx Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.SN.x.A640 U81837 Vpr Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.US.93.7924A US81835 Vpr Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.GM.90.CBL24 AJ238995 Env Vella, C. ARHR 15(15); 1399-402 (1999)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860415
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860416
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860419
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860423
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860425
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860427
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860413
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860414
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864084
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860407
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X14307
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L09212
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U72748
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226314
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226327
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226332
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226354
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226358
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226318
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226323
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226328
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226351
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226341
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226348
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226352
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226356
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L28935
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226389
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226367
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226385
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226378
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226380
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226384
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226394
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226370
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226376
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226377
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226382
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81849
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81845
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81837
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81835
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ238995
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Name Accession  Proteins Author Reference

A.GM.x.CBL21 U05350 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45

A.GM.x.CBL22 U05351 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45

A.GW.06.CA65316_9 JN863892  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)

A.GW.06.CA65319_7 JN863893 Env de Silva, T.I. J Virol 86(2); 930-46 (2012)

A.GW.06.CA65330_5 JN863894  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)

A.GW.06.CA65409_14 JN863896  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)

A.GW.x.CA7205_8 JN863897  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)

A.GW.x.CA7253 JN863898  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)

A.GW.x.CAM1 U05359 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45

A.GW.x.CAM3 U05355 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45

A.GW.x.CAM4 U05356 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45

A.GW.x.CAMS5 U05357 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45

A.GW.x.CAM6 U05358 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45

A.PT.00.00PTHCC20_1 GU983949  Env Rocha, C. Retrovirology 2013 Oct 24;10:110
doi: 101186/1742-4690-10-110

A.PT.03.ABG JF683340 Env Dias-Rito, E.I. Unpublished

A.PT.03.P1_6 KX791209| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVIO1451-16

A.PT.03.P2_7 KX791214| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVI01451-16

A.PT.03.P3_12 KX791221| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVIO1451-16

A.PT.03.P4_11 KX791227| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVI01451-16

A.PT.04.P6_3 KX791229  Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVI01451-16

A.PT.10.P7_10 KX791235| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVIO1451-16

A.PT.10.P8_6 KX791239| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVI01451-16

A.PT.92.93PTHDESC_13 JX219596 Env Rocha, C. Retrovirology 2013 Oct 24;10:110
doi: 101186/1742-4690-10-110

A.PT.98.98PTHDECT_13 GU983928| Env Rocha, C. Retrovirology 2013 Oct 24;10:110
doi: 101186/1742-4690-10-110

B.x.06.8704A_06_01 JX235884  Env Kong, R. J Virol 86(2); 947-60 (2012)

MAC.US .x.750.p4i3 KJ201187  Env Sandler, N.G. Nature 511(7511); 601-5 (2014)

SMM.US.00.FBr_12wpi KF477994,  Env Schmokel, J. Cell Rep 5(4):997-1009 (2013)

SMM.US.10.FPY_154wpi KF478124,  Env Schmokel, J. Cell Rep 5(4):997-1009 (2013)

A.GW.03.20P2C9_8 KX668892| Nef Heigele, A. Cell Host Microbe 20(3):381-391
(2016)

A.GW.03.29P2E9_6 KX668893  Nef Heigele, A. Cell Host Microbe 20(3):381-391
(2016)

A.PT.x.1139 AJ344392  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.1147 AJ344390  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05350
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05351
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863892
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863893
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863894
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863896
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863897
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863898
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05359
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05355
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05356
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05357
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05358
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU983949
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683340
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791209
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791214
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791221
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791227
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791229
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791235
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791239
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX219596
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU983928
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX235884
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ201187
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF477994
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF478124
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX668892
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX668893
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344392
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344390

Sequences

HIV-2/SIV Proteins

Name Accession  Proteins Author Reference

A.PT.x.1148 AJ344377  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

APTx.1215 AJ344393 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.1227 AJ344391  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.1268a AJ344395  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.1320 AJ344394  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.1378 AJ344414  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.138 AJ344378  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.1428 AJ344408  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.1543 AJ344405  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PTx.1544 AJ344407 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.1567 AJ344409  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.268 AJ344410  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.293a AJ344399  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.427d AJ344415  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.483 AJ344401 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A PT.x.511 AJ344402  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.546 AJ344403  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

APTx.741 AJ344384  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.794 AJ344388  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.956 AJ344369  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

APTx.B1_1 AJ344406  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.EP AJ344387  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.LF3 AJ344383  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.MP2 AJ344386  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.P1 AJ344381 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299

(2003)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344377
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344393
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344391
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344395
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344394
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344414
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344378
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344408
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344405
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344407
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344409
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344410
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344399
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344415
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344401
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344402
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344403
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344384
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344388
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344369
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344406
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344387
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344383
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344386
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344381
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FR.02.LA36GomM
.LA37

X
GM.87.D

GM.X. ISY SBL 6669 85
GM.x. MCN13

GW.86.FG clone NIHZ
GW.87 BS 2CG

IN:95.CRIK7147
X M

.08.NMC786_clone_41
NL.01.RH2.13
NL.01.RH2.14
NL.01.RH2.3
NL.Q1.RH2.7
NL.02.RH2.5
NL.03.RH2.21
NL.03.RH2.24

o

-
=
=1

WX

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

GH.86.D205 ALT
JP.01.IMCI"KR020 1
US. 08. NWKO8
CI.92.Abt96

AB.CM.03. 03CM 510 03

H2 01 AB.CI.9

H3-01-AB. 3P 04 Niat307 20

H2~01-AB.JP.07.NMC716_01

H2-01-AB.JP.08.NMC842"10

U.CI.07.07IC_TNP3
U.FR.96.12033

O TMUUWIOOO® >>>>>>>>P>>>>PP>>>PPE>>PE>>>>>
=l
=

.US.x.251 1Al11
MAC.US.x.251 32H PJ5

x.251 BK28
MAC.US.x.MM142_IVMXX

MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A

SMM.us.11.5135mEeee FL10
SMM.US .86, CFU212
SMM.US . x.F236 H4

SMM . US . x . HO

SMM.US.x.PBJ 6P6
SMM.US - X . PGM53

SMM.US . x . SME543
STM.US.89.STM 37 16

KQRESREKPYKE
----Q--R----VTEDLLHLEQGETPRRE.

- SNN-TY -

VTEDLLHLEQRETPHRE .

TEDLLHLEQGEAPCRE.
TEDLLRFEQAETPCRE.
TEDLLHLEQGEAPCRE.
VTEDLLHLEQGKTPCKE .
VTEDLLHLEQGEAPCGE.

VIEDLLHLEQGEAACKE
VTEDLLHLEQGETPHRE
VTEDLLHLGQGETPHRE
VTEDLLHLE

EIE L L MR ML S S ST SR

pbend
Gaéend

VTEDLLHLNSLFGGDO*

QGETPHKE .
VTEDLLHLEOGETPYREPP

VTEDFLQLEKQETPCRE.
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US.x.239
.88.UC2

.X.BEN
.X.PEI2_KR_KRCG
0.LA38

.01.LA42
.02.LA36GomM
.LA37

X
.87.D
X ISY SBL 6669 85
.x MCN

FG clone_NIHZ
C 2CG

. NNVA
.95.CRIK 147
8.NMC786_clone_41
1.RH2.13™ -
.01.RH2.14
3
.01. .7
.02.RH2.5
.21
.24

LX.

.85.R0OD
.86.ST_JSP4 27
.88.UC1

.x.20 56

.x.EHO

.00.LA44

98.LA43

86.D205_ALT
01.IMCJ”KR0O20_1
08.NWK0o8

92.Abt96
M.03.03CM_510_03

1 _AB. CI 90.7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716_ 01
1_AB.JP.08.NMC842_10
07.07IC TNP3
96.12033

.US.x.251 1Al11
.US.x.251732H PJ15

X.251 BK
US.x.MM142_IVMXX

.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
. SL92B

.us.11.5135m5660 FL10
.US.86.CFU212
\US.x.F236 H4

(US X H9

U5 x.PBI_6P6
.US.x.PGM5

RN
.US.89.STM 37 16

fol pl5 start pl5 en(L/protease start
FFRPWSMGKEAPQFPHGSSASGADANCSP RGPSCGSAKELHAVGQAAERKAERKQREALQG. . ... ..ovvvviennn GDRGFAAPQFSLWRRPVVTAHIEGQPVEVLLDTGADDSIVTGIELGPHYTPKIVGGIGGFINTKEYKNVEIEV
---DGLT------L-R-P-S----T-ST. . . Y A Ve -

<LuLLLLLLWN

wn= )
D0 00 o
Snnhhhunh

115-S
DR- -

RGLTAPRA
O RE----AE---I- RSDRGLPAARETRDTMQR.D

----S-TI-T-DGPSRGHDTSGGDTICAPCRS-S- EDGET- - -EP--T- -R-C-
3-L---P---EG-TI-T-DGPNTGHDTSGCDSICTPCRS-5- -REA---EP--T- K-S-
-5---R.PGTP-DS-I-A-DEPSIRHDTSGCDSICTPCRS-R- -TREE--GE---T- K-T-
-S-L---PD--EG-TI-T-DGHSNGHDTSXCNSICAPCRS-S- KNG
-S-L--DPN---5G-I-T-DESSRGHNTPGCDTICAPCR- - GET. Koy-
-S-L--DP----5-TI-T-DEPSRGHDTSGGDTICAPCRS-S-D-EK-- . . .. -DGETT--EP--T- K-C-
-5-L-CSP-TP-DT-I-TTNEPSREHDTSGCNAICAPCRS-S-DVEG- - - - . . - -RE- - - -G-G-T-- - Kov-

S VRT-----S-L--ETD-R-T-PISP. ... eerrrnnrnn.. S---SRN-RGVY....-EGE-S-GAEG-T--R -
. -XGEE -KGAEKQT- - - . . --
.-DGETT--EP--T-

R
-TREA- - -EAG- - -Q-

~G6-I-A-DGHSREQ -Q-
-GG»I-T-DGHSREC -Q-

3 L-R-P----GG-I-A-DGHSREQ \-TGEA---EA--T--- -Q-

S L= -DPDP--V-T-SAx et steassieennass SR--S ... .-DGQETKGE - GKTI- -
---A-PL--K-5-L---P-PA-T-P-5PS. .. . -TGQETKGE- - -TI--

-S-L--DPTPA---T-GA-
-SK---<PN----- T----

P DS
-5- L--ADNI# #-TVST-
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H2_©
H2-0
H270
H2-0

U.CI.
U.FR.

US.x.239
.88.UC2

.X.BEN
.X.PEI2_KR_KRCG
0.LA38

.01.LA42
.02.LA36GomM
.LA37

X
.87.D
X ISY SBL 6669 85
.x MCN

FG clone_NIHZ
C 2CG

. NNVA
.95.CRIK 147
8.NMC786_clone_41
1.RH2.13™ -
.01.RH2.14
3
.01. .7
.02.RH2.5
.21
.24

.85.R0D
.86.ST_JSP4 27
.88.UC1
1X.20 56

.x.EHO

.00.LA44

98.LA43

86.D205_ALT
01.IMCJ”KR0O20_1
08.NWK0e8

92.Abt96
M.03.03CM_510_03

1 _AB. CI 90.7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716_ 01
1_AB.JP.08.NMC842_10
07.07IC TNP3
96.12033

.US.x.251 1Al11
.US.x.251732H PJ15

X.251 BK
US.x.MM142_IVMXX

.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
. SL92B

.us.11.5135m5660 FL10
.US.86.CFU212
\US.x.F236 H4

(US X H9

U5 x.PBI_6P6
.US.x.PGM5

RERR ST
.US.89.STM 37 16

LGKRIKGTIMTGDTPINIFGRNLLTALGMSLNFPIAKVEPVKVALKPGKDGPKLKQWPLSKEKIVALREIC . EKMEKDGQLEEAPPTNPYNTPTFAIKKKDKNKWRMLIDFRELNRVTQDFTEVQLGIPHPAGLAKRKRITVLDIGDAYFSIPLDEEFRQYTAFTLPSVN
VE E

“R--
---EVRA-

HIV-2 Proteins
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DD catalytic site
MAC.US.x.239 NAEPGKRYIYKVLPQGWKGSPAIFQYTMRHVLEPFRKANPDVTLVQYMDDILIASDRTDLEHDRVVLQSKELLNSIGFSTPEEKFQKDPPFQWMGYELWPTKWKLQKIELPQRETWTVNDIQKLVGVLNWAAQIYPGIKTKHLCRLIRGKMTLTEEVQWTEMAEAEYEEN 473
gé.SS.UCZ v QI I-I g K t GL-mmmmmmmmmm e Q---K-zmommmeeom o Tommmmmm e L----L---

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

X

GM.87.D

GM.X. ISY SBL 6669 85

GM.x MCN13

GW. 8 FG clone_NIHZ
C 2CG

. NNVA
IN.95.CRIK 147
08.NMC786_clone_41
1.RH2.13™ -

NL.Ol.RHZ.%4
.01. .7
L.02.RH2.5
.21

.24

.85.R0OD
SN.86.ST_JSP4 27
CI.88.UC1
CI.x.20 56

.x.EHO
FR.00.LA44
.98.LA43
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
US.08.NWK0O8
CI.92.Abt96
AB.CM.03.03CM_510_03
H2 01 AB. CI 90.7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716_ 01
H2 01 AB.JP.08.NMC842" 10
U.CI.07.07IC TNP3
U.FR.96.12032

[ttt sl sl ettt sl sl
RO S o S R o S ToN=Ne Yo NoNeNo NoNaNe Yo NoNe Yo NoNoNe No N ICToNT=ToNo NV foN=NCN

OMDUWIWIOW >>>>>>>>>P>>>>EEEEE>EEEE>>>>D
o
o
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.US.x.251 1Al11
MAC.US.x.251"32H PJ5

.US.x.251 BK:
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
2.5L92B

.06.

SMM.US.ll.SISsmEGGG FL10

SMM.US.86.CFU212

SMM.US.x.F236_H4
.US.x.H9

SMM.US.x.PBJ] 6P6

SMM. US. x.PGM5

SMM. US.x. SME543

STM.US.89.STM_37_16
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pS1RT enUlS RNase H start
MAC.US.x.239 KIILSOEQEGCYYOEGKPLEATVIKSODNOWSYKIHQEDKI LKVGKFAKIKNTHTNGVRLLAHVIQKIGKEAIVIWGOVPKFHLPVEKDVWEOWWTDYWOVTWIPEWDFISTPPLVRLVFNLVKDPIEGEETYYTDGSCNKQSKEGKAGYITDRGKDKVKVLEOTTNOQ 642
CI.88.UC2 R E-E E Y Q E DN i R 65

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

)

T
©

-

X

GM.87.D

GM.X. ISY SBL 6669 85

GM.x MCN13

GW. 8 FG clone_NIHZ
C 2CG

. NNVA
IN.95.CRIK 147
08.NMC786_clone_41
1.RH2.13™ -

NL.01.RH2.14

I

qQ
Q
Q
qQ
qQ
Q
Q
L
Q
qQ
Q
qQ
qQ
Q
qQ
qQ
qQ
Q
Q
qQ
Q

he=Re=R
—><>Prr—>>

3

.01. .7
L.02.RH2.5
.21

.24

m
B e e T T R e e S S S s

<HRI<<< >>>

OUU0DUUDUO0 ! OO0
DO

.85.R0OD
SN.86.ST_JSP4 27
CI.88.UC1
CI.x.20 56

.x.EHO
FR.00.LA44
.98.LA43
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
US. 08. NWKO8 -----V-AR-T--G-----GSR-.
CI.92.Abt96
AB.CM.03.03CM_510_03
H2 01 AB. CI 90.7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716_ 01
H2 01 AB.JP.08.NMC842 10
U.CI.07.07IC TNP3
U.FR.96.12033

<< <<=
[t sl st sl wad st sl sl st

Rl e e PP bbb o o N S
o
o
=
=
>
o

.US.x.251 1Al11
MAC.US.x.251"32H PJ5

.US.x.251 BK:
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIB1

SMM.SL.92.SIVsmSL92A
.SL92B

<<<<<<' <<

.06.

SMM.US.ll.SISSmEGGG FL10

SMM. US.86.CFU212

SMM.US.x.F236_H4
.US.x.H9

SMM.US.x.PBJ] 6P6

SMM. US. x.PGM5

SMM.US.x. SME543

STM.US.89.STM_37_16
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pl5 RNase H encL/p3l Integrase start

MAC.US . x.239 AELEAFLMALTDSGPKANIIVDSQYVMGIITGCPTESESRLVNQIIEEMIKKSEIYVAWVPAHKGIGGNQE IDHLVSQGIRQVLF . LEKTEPAQEEHDKYHSNVKELVFKFGLPRIVARQIVDTCDKCHQKGEATHGQANSDLGTWQMDCTHLEGKI I IVAVHVASGFIE 81
A.CI.88.UC2 A---A v VASQ I D----EAV----Temmmmmmmme V. E----- e I N--AQ-Q 24
A.DE.x.BEN A - EAV v SIT---TH---I-LL- “AQ-Q- 24
A.DE.X.PEI2 KR KRCG v B VDA 24
A.FR.00.LA38 v -SH--I-KL- 23
A.FR.01.LA22 v “SH 1
A.FR.02.LA36GomM v 24
A.FR.93.LA37 v 27
A.FR.95.LA20 v 24
A.FR.98.LA39 v 27
A.FR.98.LA41 v 27
ALGHx GR1 v 24
A.GM.87.D v 24
RS SBL 6669_85 24
A G HONT3 24
A.GW.8 FG clone NIHZ 23
A.GW.87 CAM2CG b
ALGW.x N 24
AN 55 Riva N-- 24
A.IN.95.CRIK 147 N-- 24
A.JP.08.NMC786 clone 41 N-- 24
ANL.O1.RHZ.13~ - N-- 24
A.NL.01.RH2.14 N-- 24
ANL.O1.RH2.3 N-- 24
ANL.O1.RH2.7 N-- 24
AINL.02.RH2.5 N 24
ANL.03.RH2.21 N 24
ANL.03RH2.24 N-- 24
ALPT.X.A N 24
A.SN.85.R0D 25
A.3N.86.5T JSP4 27 21
B.CI.88.UC1 25
B.CI.x.20 56 25
B.CI.x.EHO 1
B.FR.00.LA44 25
B.FR.98.[A43 25
B.GH.86.D205 ALT 22
B.JP.01.IMCI KRO20 1 25
F.US.08.NWK08 806
G.CI.92.ADt96 807
AB.CM.03.03CM 510 03 825
2 01 AB.CI. 90.7312A 25
H2 01 AB.JP.04.NMC307 25
1301 AR P 07 Nchae 0 25
H2 01 AB.JP.08.NMC842 10 “A-Q---T--3V--R- 25
U.CI.07.07IC TNP3 Q---SQ---V- A-Q---T--P---K- M-EAL-XG . L--K v- - 807
U.FR.96.12038 <e--o- A---E---:: VoVT----I----A-Q---T--P--SK----L-R-EAV--G : 820
MAC.US.x.251 1A11 11
MAC.US.x.251"32H P35 11
MAC .US.x. 251 BK 07
MAC .US . x . MM142 TVMXX 07
MNE.US.82.MNE_8 807
MNE . US . x . MNEG27 807
SMM.CI.79.SIVSmCI2 16
SMM . LR.89.5IVsmLIB1 01
SMM_SL.92.5TVsmSLI2A 06
SMMSL.92.5L92B 03
SMM.US.04.G078 07
SMM_US . 04.G932 07
SMM . US . 04.M923 07
SMM US04 .M940 07
SMM - US . 04.M947 07
SMM - US - 04 -M950 07
Sl Us 05 D215 1
Sl U 06 FTg 11
S_US |11 SIVsnE660_FL10 07
SMMUS . 86, CFU212 07
SMM_US . x. F236_HA 06
SMM - US . x - HO 07
SN US X PB)_6P6 07
SMM - US - X . PG5 07
202 % Eikeas 07
STM.US.89.STM 37 16 807

SuI0IJ ATS/T-ATH

1o0d



8107 wnipuddwo)) duanbag ATH

101 T-ATH

SuI

S8¢

MAC.

GH.
JP.
us.
cI.

OMDUWIIOW >>>>>>>>>P>>>>EEEEEEEEEE>>>>D
o
o

AB.C
H2_©
H2-0
H270
H2-0

U.CI.
U.FR.
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.LA37

X
.87.D
X ISY SBL 6669 85
.x MCN

FG clone_NIHZ
C 2CG

. NNVA
.95.CRIK 147
8.NMC786_clone_41
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.01.RH2.14
3
.01. .7
.02.RH2.5
.21
.24

LX.

.85.R0OD
.86.ST_JSP4 27
.88.UC1

.x.20 56

.x.EHO

.00.LA44

98.LA43

86.D205_ALT
01.IMCJ”KR0O20_1
08.NWK0e8

92.Abt96
M.03.03CM_510_03

1 _AB. CI 90.7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716_ 01
1_AB.JP.08.NMC842_10
07.07IC TNP3
96.12032

.US.x.251 1Al11
.US.x.251732H PJ15

X.251 BK
US.x.MM142_IVMXX

.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
. SL92B

.us.11.5135m5660 FL10
.US.86.CFU212
\US.x.F236 H4

(US X H9

U5 x.PBI_6P6
.US.x.PGM5

RERR ST
.US.89.STM 37 16

AEVIPOETGROTALFLLKLAGRWPITHLHTDNGANFASOEVKMVAWWAGIEHTFGVPYNPOSOGVVEAMNHHLKNOIDRIREQANSVETIVLMAVHCMNFKRRGGIGDMTPAERLINMITTEOEIOFOOSKNSKFKNFRVYYREGRDOLWKGPGELLWKGEGAVILKVGT
S P Qs S N--K-Q \
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p31 Integrase end

Pol emi

MAC.US.x.239 DIKVVPRRKAKIIKDYGGGKEVDSSSHMEDT.GEAREVA ........ *
CI.88.UC2 E RQ R-DG---........

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

X

GM.87.D

GM.X. ISY SBL 6669 85

GM.x MCN13

GW. 8 FG clone_NIHZ
C 2CG

. NNVA
IN.95.CRIK 147
08.NMC786_clone_41
1.RH2.13™ -

NL.Gl.RHZ.%4
.01. .7
L.02.RH2.5
.21

.24

WX

.85.R0OD
SN.86.ST_JSP4 27
CI.88.UC1
CI.x.20 56

.x.EHO
FR.00.LA44
.98.LA43
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
US.08.NWK0O8
CI.92.Abt96
AB.CM.03.03CM_510_03

H2 o1 AB.Cl. 99.7312A
H2-01"AB.JP.04.NMC307
1301 AR P 07 Nchae 0
H2-01”AB.JP.08.NMC842”16

U.CI.07.07IC TNP3

.»8---M QPSQISET-
. -KVGKM-LYSEIL*T-
RQTG---........
.RQ-S-M- QSDOIP*V-
. Q---M QSSQVSEA-
.RQ-- OSG

OMDUWIWIOW >>>>>>>>>P>>>>EEEEE>EEEE>>>>D
o
o

-RQ
GL-CGTD----.RQ---M QSGQVPEA-
---G-NL-GA.RQDG-M-QLGEIP+A-

i

U.FRI96.120332  -—-a-Te-ooe- [ S L----NL-GA.EKV--M-LPDQTPEYN
MAC.US.x.251 1A11

MAC .US.x.251"32H PJ5

MAC .US -

.US.x.251 BK:
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A -M---AD- TQV--T QLSEISKV
SMM.SL.92.5SL92B RQ- MG-éASL--Q*KN

.06.

SMM.US.ll.SISsmEGGG FL10

SMM.US.86.CFU212

SMM.US.x.F236_H4
.US.x.H9

SMM.US.x.PBJ] 6P6

SMM. US. x.PGM5

SMM. US.x. SME543

STM.US.89.STM_37_16
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Vif start
MAC.US.x.239 MEEEKRWIAVPTWRIPER. LERWHSLIKYLKYKTKDLQKVCYVPHFKVGWAWWTCSRVIFPLQEGSHLEVQGYWHLTPEKGWLSTYAVRITWYSKNFWTDVTPNYADILLHSTYFPCFTAGEVRRAIRGEQLLSCCRFPRAHKYQVPSLQYLALKVV. . SDVRSQGENPT
CI.88.UC2 KGE

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.001006_CNA_vif
FR.02.LA36GomM
FR.08.012100 CNA vif
FR.08.013050_CNA_vif
FR.08.045009 CNA"vif
FR.08.052004 CNA_vif
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Env start V1
MAC.US.x.239 MGCLGNQLLIATLLLSVYGIYCT. . LYVTVFYGVPAWRNATIPLFfATKNRDTWGTTOELPDNGDYSEVALNVTESFDAW NNTVTEOAIEDVWOLFETSIKPfVKLSPLfITMRENKSETDRWGLTKSITTTASTT .............. STTASAKVDMVNETSSE 151
A.CI.88.UC2 . IP-----A---- .D T---V VTGNNTNA - AKP - AARP- . . . veve...-NPSYLTII--S-T- 148
A.DE.x.BEN II A . N- 149
A.DE.x.PEI2 KR_KRCG -V----N- 39
A.FR.00.LA38 49
A.FR.01.LA42 27
A.FR.02.LA36GomM 47
A.FR.93.LA37 39
A.FR.96.LA40 S 41
A.FR.98.LA39 < GGKT---V--F-A-ACL- 44
A.FR.98,LA41 -MSGRI - - -V--F-A-ACL- 50
A.GH.x.GH1 -.-GKSL-CV-S--A-A-LV- 36
A.GM.87.D194 EPGR----V----T-ACL- 37
A.GM.90,CBL24 44
A.GM.x.CBL21 41
A.GM.x.CBL22 40
A.GM.x.ISY SBL 6669 85 37
A.GM.x.M - 44
A.GW.06 CA65316 54
A.GW.06. CA65319 7 41
A.GW.06 43
A.GW.06. CA65409 14 46
A.GW.86.FG clone_NIHZ 37
A.GW.87.CAM2CG 43
A.GW.x.CA7205 8 35
A.GW.x.CA7253 39
A.GW.x.CAM1 44
A.GW.x.CAM3 42
A.GW.x.CAM4 43
A.GW.x.CAM5 43
A.GW.x.CAM6 ..TTAA-TTPGMTVI--»»P 50
A.GW.x.MDS ..RA--IAPRNTTIS 56
A.IN.07.NNVA - INETTEIS- NT-- 45
A.IN.95.CRIK 147 46
A.JP.08.NMC786_clone_41 45
A.NL.O1.RH2.13™ 41
A.NL.01.RH2.14 T---VW-N-S- LSNTANTTAAPTANATT SAN 53
A.NL.O1.RH2.3 T---VE-Q- -ATGAADNTRAT-N--....... 40
A.NL.O1.RH2.7 T---VA-K-SNMAGAANNTGETLN- - . 41
A.NL.02.RH2.5 T---VA-T--STRSSNTST-TTQS--T 44
A.NL.03.RH2.21 T---VR-N-SEIGNTTTSTDQNIM. . 38
A.NL.03.RH2.24 T---VR-N-SDIG-GDTTTP--T-S-P 43
A.PT.00.00PTHCC20_1 ~ -.GDR----V----A-ACL-H-K....E--=-=--M---K--S---=---Re=-=v=-T--=--D--Q-IP---S-A--G-.DS-------cmeNeooomomoeo s Toe VATt et i e anes I 20
A.PT.03.ABG - TRNF-ASRNS -ATRN- S TP P! KLGENLELK-N-T- 149
A.PT.03.P1 6 -SSVKSNNTNSNTTVAN. .. ... . ....GNKTEI-D-DP- 142
A.PT.03.P2°7 D-K-L- NITTST TTPS—P . DATTELQLEGN-T- 147
A.PT.03.P3712 STYSNNI _TTPMTEIL 43
A.PT.03.P4"11 PRPTTAPTE- - 151
A.PT.04.P6"3 -, -GK----V--I-A-TCL----....K-=-==--T--ovo-Seueueueeooo ToeeenD--QeznmmmmmAnmon DommmoecVomoe oo oo oo oo o -T- - -VK-T--STH-NNA-G-TTTAP-T.. ... L TTT-EY- - 144
A.PT.10.P7"10 . .TPPEKT R- 141
A.PT.10.P8 6 LSNMT-D-N-T- 143
A.PT.92.93PTHDESC 13 TT-EAPEI-DN--- 143
A.PT.98.98PTHDECT 13 ...I--N--- 120
A.PT.x.ALL - -SNIS-ESTT G .TLKPLI--SDP- 14]
A.SN.85.R0OD T---VA-K-3ST-SSTGNN-T-KS TDQEQEIS-DTP- 146
A.SN.86.ST_JSP4 27 T---VA----STTAKNTTS-PTT- .TTANTTIG-N--- 140
B.CI.88.UC1 47
B.CI.x.20 56 TTPIV- 44
B.CI.x.EHD SLR- STOTLL- 45
B.FR.00.LA44 HTS LL- -S-PS- TL- 147
B.FR.98.LA43 ARF--R-T-TL--I-IC-FV- o TTNATLLI--NNT- 44
B.GH.86.D205 AL -AYFSSR-P--L--IGIS-FV-K T-RGLKTI---DP- 147
B.JP.01.IMCI"KR020_1 -AHINKY-FA-L--I-I--FMGE NIS-L-GND-- 143
B.x.06.8704A_06 01~ -AYSSSR----L--I-I---V-R T--VA-W-F- NG NGTNQERTNI- . . . ..STII---DP- 139
F.US.08.NWKO8 -ASP-LH . . T---VA----- T--EK----NKQN--NT-S.. LTTTT--PTTT-EKEIKGNET- 155
G.CI.92.Abt96 AAY--eeeea- T- . . | CETEY SRR T--NK----GTT-V-PA-V........ocuun. P--KMVTAEL--S--Q- 151
AB.CM.03.03CM_510_03 -AYSSSC-P-TL----IC-FT-K.... T =VA-N-TTT-ATPQONT-TRN. . ot ottt veeeeeieaeeeaeneaens TTIIEDNDP- 137
H2_01 AB.CI.90.7312A -.-GK-L-FV-S--A-A-L---- T---VA-S--STTATTTPPSTTNN--TT. .EPTTGGPEI---FP- 146
H2”01”AB.JP.04.NMC307 20  -.-GK-L-FV-5--A-ACL--S- T---VA-N-TNTTSNTNTP-P-NI (EGPTLI----P- 140
H2”01”AB.JP.07.NMC716_01  -.-GK-L-FV-S--A-ACL--SA T---VA-N-TNTTSNTNTP-SPNI ..EGPTLI----P- 140
H2”01_AB.JP.08.NMC842-10  -.WGK-L-F--S--A-ACL--S- T---VA-N-TNIASNTNTSASPP- . . .SPTTEGLI----P- 142
U.CI.07. e71c TNP3 ) L-C-NACV- - TTANITGRSEEI G-DP- 153
U.FR.96 -A -L-C- AMQESSKVI---EP- 148
MAC.US. x. 251 1A11 “KAM-E-IN-I- 50
MAC.US.x. 251 32H P35 A. P--AS-I--- 50
MAC.US.X. 2 BK28 -S--ITTAAP. s V-E-I- 53
MAC.US.x.7 B -S-I-TTAPT. .. .TPN--STKSI- 54
MAC.US.x. MM14 TVMXX §-iemann TT ... .TTAKSVETR-I- 54
MNE.US.X.MNE@27 ~  =-=-e-e-eeeeeFecAeaea-T. .. Qemmmmmmmmmmmmeee sV Remme e eee Dol e s Teememen (EemememmmeeeHe e oo e e e iTe e e cKm e m e e Ke e e e eGe - AP-TL K--TTKEIEV---N-T- 152
SMM.CI.79.5IVsmCI2 VTATAV-TT-GG-II-D-TE- 160
SMM.LR.89.5IVsmLIB1 --ETNI--I-----P- 149
SMM.SL.92.SIVsmSL92A --LTVP-KEL-D--F- 154
SMM.SL.92.5L92B PLTAASPSGEEI--D-M-- 136
SMM.US.00.FBr 12wpi LTTTTT-KPNVTAKVI--SNP- 157
SMM.US.04.GO78 -ASKAKSATPVA-EV-TDS-P- 139
SMM.US . 04 .G932 .. 54
SMM.US .04 .M923 57
SMM. US . 04 .M940 65
SMM.US . 04 .M947 59
SMM. US . 04 .M950 GTPS--TTAST. 2
SMM.US.05.D215 -GVQA--PTAST. . 52
SMM US.BG.FT$ -GNSD--TV-P, 51
SMM.US.10.FPY_154wpi 6
SMM.US.86.CFU212 . 54
SMM.US.x.F236_H4 CTTA-P-VAENVI--SNP- 133
SMM.US.x.PBJ_6P6 -GTPAP- TTO TTTO ..ASTTP SPITAKV--DSDP- 158
SMM.US . x . PGM53 NEIP-T, .. .KSPKAEAITAKVI--SDP- 156
SMM.US.x.SME543 L. .TST--TTVTPKVI--GD-- 155
STM.US.89.5TM_37 16 =A-P---omoeoeocACLT == Qemmmmmmmmmmmmm e e e e e e oo oo LeT e oot A e oo D e e e e e e N e e e e T oA oo oN- - oK = -GKTV- VTP e AAA-AT-PEL------- 151

AUy
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